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Met 


Leu 


Va 1 


312 










165 










170 










± / D 




314 


lie 


Leu 


Asn 


Asp 


Asn 


Glu 




Ser 


He 


Ser 


Glu 


Asn 


Val 


Glv 
\jxy 


Ala 


Leu 


315 








180 










185 










1 QO 
X 7 u 






317 


Asn 


Asn 


His 


Leu 


Ala 


Gin 


Leu 


Leu 


Ser Gly 


Lys 


Leu 


Tyr 


Got" 


Ser 


Leu 


318 






195 










o n n 
zUU 










9ns 

Z U J 








320 




Glu 


Gly Gly 


Lys 


Lys 


V Cl X 


Phe 


Ser Gly 


V a. _L 


IT i-KJ 




Tip 
X X c 


Lys 


Glu 


321 




210 










Z J. D 










990 
z z u 










323 


Leu 


Leu 


Lys 


Arg 


Thr 


Glu 




His 


He 


Lys 


Rl V 


Met 


Val 


Val 


Pro 


Gly 




^ £t J 










230 










9 T ^ 
Z J D 










240 


326 


Thr 


Leu 


Phe 


Glu 


Glu 


Leu 




Phe 


Asn 


Tyr 


Tip 
X xt^ 


(71 V 

vjx y 


D irr\ 
It X 


Val 


Asp 


Gly 


J t 










245 










250 










255 




329 


His 


Asp 


Val 


Leu 


Gly Leu 


He 


Thr 


Thr 


Leu 


Lys 


Asn 




Arg 


Asp 


Leu 


330 








260 










265 










270 






332 


Ly s 


Gly 


Pro 


Gin 


Phe 


Leu 


His 


He 


Met 


Thr 




Lys 


r;1 \7 

xy 


Arg 


Gly 


Tyr 


333 






275 










280 










9 ft 
z o 








335 


Glu 


Pro 


Ala 


Glu 


Lys 


Asp 


Pro 


He 


Thr 


Phe 


His 


Ala 


Va 1 

V CJ. X 


Pro 


Lys 


Phe 


336 




290 










295 










300 










338 


Asp 




Ser 


Ser 


Gly 


Cys 


Leu 


Pro 


Lys 


Ser 


Cot- 

OCX 


vjxy 


n 1 \7 
o xy 


Leu 


Pro 


Ser 


339 


305 










310 










31 

J X J 










320 


341 


TVT 


Ser 


Lys 


He 


Phe Gly 


Asp 


Trp 


Leu 


Cys 


Gl 11 

ox Ll 


Th-r 

X ilX 


Al a 


Ala 


Lys 


Asp 












325 










330 










335 




344 


Asn 


Lys 


Leu 


Met 


Ala 


He 


Thr 


Pro 


Ala 


Met 


Arg 


Glu 


Gly 


Ser Gly 


Met 


345 








340 










345 










350 






347 


Val 


Glu 


Phe 


Ser 


Arg 


Lys 


Phe 


Pro 


Asp 


Arg 


Tyr 


Phe 


Asp 


val 


Ala 


He 


348 






355 










360 










365 








350 


Ala 


Glu 


Gin 


His 


Ala 


Val 


Thr 


Phe 


Ala 


Ala 


Gly 


Leu 


Ala 


He Gly Gly 


351 




370 










375 










380 










353 


Tyr 


Lys 


Pro 


He 


Val 


Ala 


He 


Tyr 


Ser 


Thr 


Phe 


Leu 


Gin 


Arg 


Ala 


Tyr 


354 


385 










390 










395 










400 


356 


Asp 


Gin 


Val 


Leu 


His 


Asp 


Val 


Ala 


He 


Gin 


Lys 


Leu 


Pro 


Val 


Leu 


Phe 


357 










405 










410 










415 




359 


Ala 


lie 


Asp 


Arg 


Ala 


Gly 


He 


Val 


Gly Ala 


Asp 


Gly 


Gin 


Thr 


His 


Gin 


360 








420 










425 










430 







Kcvicvv tiic =:;'qiicnrc Listing to insure :i cor- t ,M.n>r.tiing 
r\plnnatton is prcseiULxl in ilic <22U> to <llt>> iiclds oi 
eacli sequence using n or Xaa. 
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VERIFICATION SUMMARY DATE: 01/26/2002 

PATENT APPLICATION: US/09/890 , 229A TIME: 13:02:01 

Input Set : A:\574900_l. txt 

Output Set: N:\CRF3\0"1262002\I890229A. raw 



L:525 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 5 
L:1064 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 6 
L:1066 M:341 W: (46) "n" or "Xaa" used, for SEQ ID# : 6 
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